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> YU MR T SEG I, g USR] B 30 I SIS A AT #E [ 4 6 BE 4T i Control Knockout HEK293T Cells (L00020) B #E ] GEP ) % FE 41 ffg
GFP Knockout HEK293T Cells (L00022).

> 8 K[ I 4 L F CRISPR/Cas9 7 AR Y RINT 1 A #f % 19 5 4% (L30515 pLenti-RINT1-sgRNA). 2% # (L30516 RINTI
Knockout Lentivirus). HEK293T4H 4(L30517 RINT1 Knockout HEK293T Cells). HEK293 T % 41 i F RTPA 24 A 7% (130518
RINT1 Knockout HEK293T RIPA Lysate). HEK 293 T[54 4H il f¥) Trizol Z4f#(L30519 RINT1 Knockout HEK293T Trizol Lysate)
SR, HARTETE 28 25 K 3k 2 ) CE AP 0 L s T A R

> RINTUERPEAGEWT:

Species Gene Symbol Gene ID GenBank Accession Transcript
Human RINT1 60561 BC068483 NM 021930
About the gene

Official Symbol RINT1

Previous Symbol -

Official Full Name | RADS5O0 interactor 1

Synonyms FLJ11785; RINT-1
Location 7q22.3

Gene Type protein-coding gene

Uniprot ID QO6NUQ1

Pathway/Library others

This gene encodes a protein first identified for its ability to interact with the RADS50 double strand break
repair protein, with the resulting interaction implicated in the regulation of cell cycle progression and
Gene Summary telomere length. The encoded protein may also play a role in trafficking of cellular cargo from the
endosome to the trans-Golgi network. Mutations in this gene may be associated with breast cancer in
human patients.

BEFR:
IRE k1 IR E 2 (ER
L30517 RINT1 Knockout HEK293T Cells 132/




| — | DALRE | 14 |

RIS
T A SR DA IS RN, ER3-SRARG T TSR, R, K.
ARED:

> BERRKIHsgRNAFHI I HRFAL, WR T EsgRNAF Y, WETE1T W 5 K IE M4 Minfo@beyotime.comZ Bl . sgRNAFFI{E
BEAMM, REBZRBEVFAIASH TR AR, WA T NFTESRR =M AN NS
TE R ARRITFE Ve SCEREE RN, NV B R JA .

> 0TS 20 IR B B B 4 M Bk 9 G 51 4E HEK293T 48 A 1) CRISPR £ [X] i B 40 i 1) 5 1), ATIC R 2 = R AR %
service@beyotime.coms,

> AR RAUR TN A EER T, AR TIRRSEEGGTY, AT 'MW, AR TR EAEEn.

> N TR AR, 5L RIFER T ERE.

{ERAAA:
1. HEK293T4HfufiE%k. H5 RIEFF:
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g AR FFRCAIDMEM (high glucose)+10% FBS. & 7EH5 IR I IE £ 75 35 2 -5 5 2 VA T LABH 10 mT R PRI 4 4 75 4,
W 2R 1T 8 R-FE B RV TH(100X) (C0222). [AIE , I 243K 5 A1 pg/mlffPuromycin (STS51). A B YL 95 5 HEK 293 T
YA ) B AR BiE 2 %293T (A BB 41 i) (C6008):  https://www.beyotime.com/product/C6008.htm .
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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